The complete mitochondrial genome of Pseudobagrus albomarginatus Rendhal: sequencing and analysis.
In this study, the total mitochondrial genome sequence of Pseudobagrus albomarginatus Rendhal was firstly sequenced and determined. The total genome is 16,533 bp in length. It consists of 13 protein-coding genes, 22 tRNA genes, two rRNA genes and two non-coding regions. The data presented herein would facilitate further investigations of phylogenetic relationships within Bagridae catfishes.